INTERPRETATION TABLE

HLA-A*31 SSP subtyping

Amplification patterns of the A*31:01 to A*31:71 alleles

well*
112/ 3/4|5]6| 7 8]9 10/ 1112|1314 ]15] 16
Length of spec. 155 | 215 | 155 | 165 | 110 | 130 | 505 | 155 75 | 115 | 135|245 | 85 | 150 | 150 | 80
PCR product(s) 135 | 165 220 160 | 210 220 | 225 | 165
285
Length of int. 800 | 800 | 800 | 1070[ 800 | 800 |1070|1070|1070| 10701070 1070|1070 800 | 1070/1070
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5'-primer? 127 | 97 | 423|413 | 97 | 448|317 | 97 413|448 | 362 | 97 | 413|448 98 | 98
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3'-primer® 238 | 270 | 538 | 539 | 341 | 530 | 538 | 214 | 448 | 524 | 538 | 299 | 456 | 559 | 281 | 221
I N T I O O O = TR
SIS |RI8 8 586|383 8|8 8|3 %
238 538 | 536 278 565 808 | 559 | 808
o 2| 3 % < S| 0| %
Q O | < > Q <9<
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O O O
< Q Q
Well No. 1 23,4156 |7 |89 |10 111213 14| 15| 16
HLA-A allele*®
Length of spec. 155 | 215 | 155 | 165 110 | 130 | 505 | 155 | 75 | 115 | 135|245 85 | 150 | 150 | 80
PCR product(s) 135 | 165 220 160 | 210 220 | 225 | 165
285
Well No. 112/ 3/4|5]6| 7 8]9 10/ 11/12|13]14]15] 16




*31:01:02-31:01:17, 31:20,
31:42-31:43, 31:45, 31:47,

31:49-31:53, 31:57-31:58, 1 9 12

31:61, 31:63-31:66,

31:70*

*31:02 1 2 9 12

*31:03 1 3 4|5 12

*31:04 1 3 4 12

*31:05 1 6 9 12

*31:06 1 4 12

*31:07 1 2 7 9

*31:08 2 7 9

*31:09 1 8| 9 12

*31:10 1 7 9

*31:11 1 9 10 12

*31:12 1 9 11 12

*31:13 1 9 12 | 13

*31:14N 1 9 12 14

*31:15 1 9 12 15

*31:16, 31:46° 1 9 12 16

*31:17 1 9 12

*31:18 1 9 12

*31:19 1 9 12

*31:21 1 9

*31:22 1 9 12

*31:23 1 9 12

*31:24 1 8 | 9 12 14

*31:25 1 9 12 15

*31:26 1 5 9 11 12

*31:27 1 8| 9 12

*31:28 1 9 12

*31:29, 31:59° 1 9 12

*31:30 1 9 12

*31:31 1 9 12

*31:32 1 9 12

*31:33 1 9

Well No. 112 |3|4|5|6|7 8|9 10|11 12|13|14 15| 16

Length of Spec. 155| 215| 155|165 110 | 130 | 505 | 155| 75 | 115|135 | 245| 85 | 150 | 150 | 80

PCR product(s) 135 | 165 220 160 | 210 220 | 225 | 165
285

Well No. 112  3|4|5 /6|7 |8|9|10/11/12|13|14|15]| 16

*31:34 1 9 12

*31:35 1 9 12

*31:36, 31:48° 1 9 12

*31:37 1 9 12
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INTERPRETATION TABLE

HLA-A*31 SSP subtyping

Amplification patterns of the A*31:01 to A*31:71 alleles

well*
17 |18 119 20|21 |22 2324|2526 |27 28|29 |30]| 31 32
155 | 200 | 110 | 165|180 | 80 | 80 | 150|135 | 130| 95 | 110| 115|160 | 75 | 75 Length of spec.
235 325 155 | 165 | 220 | 245 175 180 | 245 120 PCR product(s)
190 | 200 205 | 275
1070|1070/1070|1070|1070|1070/1070|1070| 800 | 1070] 800 | 1070|1070| 800 |1070|1070 Length of int.
pos. control’
98 | 413|488 |302| 98 | 97 | 98 | 97 | 355|448 | 235 | 375| 97 | 97 | 203 | 448 5'-primer?
EVZ) Ev}<1: T h< T Ev]<n: EV]O E“<l: E“O - Eﬂ<l: 2( m<): m<): m<): =
18 8 8|6 &8 2§88 2 Bl B3 3
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o @) 0 Q Q O > (& o
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< || L] |Q | x| PO <] Q9 Qo Q0K
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HLA-A allele®®
155|200 | 110 | 165|180 | 80 | 80 | 150| 135|130 | 95 | 110| 115|160 | 75 | 75 Length of spec.
235 325 155 | 165 | 220 | 245 175 180 | 245 120 PCR product(s)
190 | 200 205 | 275
17 118 19| 20(21 22|23 | 24|25 /26|27 28|29|30 31| 32 Well No.
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